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727 genes! 572 genes!
231 !
genes!

�jsnp� {35 genes!

Up-regulated{genes (>2 fold)!

RNA-�®��¬����XZLp� KBg5!

Gene 
ID� symbol! difinitiion! p53WT/

lacZ!
ADR/
cont!

10570! DPYSL4! dihydropyrimidinase-like 4! 176.7 ! 65.5 !

5625! PRODH! proline dehydrogenase 
(oxidase) 1! 157.0 ! 29.0 !

43! ACHE! acetylcholinesterase 
isoform E4-E6 precursor! 44.1 ! 53.5 !

27165! GLS2! glutaminase 2! 14.1 ! 16.3 !

1606! DGKA! diacylglycerol kinase, alpha 
80kDa! 8.18 ! 3.14 !

5143! PDE4C! phosphodiesterase 4C, 
cAMP-specific isoform! 8.13 ! 954.4 !

Adria.�

Cont.�

DPYSL4�DPYSL4�

p53�

LacZ�

H1299! ヒト前駆脂肪細胞(SVF)!

176	� 65	�
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lean! obesity!

lean! obesity!

p=0.033�

p=0.013�

!
n=33�

non Obesity 
n=7�

Obesity !
n=26�

BMI� 18.4 ± 1.59� 27.1 ± 3.28�

!
b^%)
(caveolin 

DAPI)!
�

b^V`�!
���(μm)� 307 ± 95.2� 470 ± 194�

crown like 
structure� + � +++� ++ � ++++�

qPCR!
mRNA�

IL6� 2.92 ± 5.74� 23.5 ± 5.74�

IFNg� 1.56 ± 1.11� 7.52 ± 6.21�
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non !
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